Introduction
Avian Trypanosoma parasites are cosmopolitan and some species have been reported to cause morbidity in birds (Baker, 1976; Molyneux et al., 1983) . Experimental studies (Fallis, et al., 1973; Molyneux and Gordon, 1975) indicate that many morphotypes of bird trypanosomes can be readily distinguished in peripheral blood using morphological and morphometric characters, even during co-infections. These experimental studies indicate that the main morphological features of certain species remain constant during their development in different experimentally infected avian hosts. For example, hematozoic trypomastigotes of Trypanosoma avium never assume morphologies typical of Trypanosoma everetti or Trypanosoma bouffardi during single and simultaneous experimental infections, and they remain distinguishable. These experiments show that, despite some morphometric variations during development of the same Trypanosoma strains in different avian hosts, and marked variation of their morphology in vectors and in vitro cultures (Molyneux, 1977; Zidková et al., 2012) , the grossmorphological features of hematozoic trypomastigotes in the bloodstream are relatively stable. Thus, they can be used to identify new readily distinguishable morphotypes, as well as new parasite species or groups of species (Valkiūnas et al., 2011) . Identification of such readily distinguishable complexes of species is an important step in furthering the taxonomy of avian trypanosomes. Trypanosoma everetti is a well-known example of a species that was described solely based on morphological and morphometric characters (Molyneux, 1973) .
During studies on the effects of deforestation on the prevalence of blood pathogens in African rainforest birds, large numbers of blood samples were collected from over 200 species of birds (Bonneaud et al., 2009; Chasar et al., 2009; Loiseau et al., 2010; Sehgal et al., 2011) . The overall prevalence of trypanosomes exceeded 30% after
